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Computational Mass Spectro'mﬁetry-
Based Proteomics

Quantitative proteomics applied to life sciences and systems biology

Ju ne 27_J u Iy 2 2009 ConfirmEd LecturerS: The Summer School will provide hands-on training

in computational analysis of proteomics data

Matthias Mann generated by high-resolution mass spectrometry.

Spllt Croat|a 5 This powerful technology is increasingly applied to
¢ Jurgen Cox systems-wide investigation of different aspects of

cell biology. The practical part will enable

Or anizerS' Roman Zubarev participants to perform sophisticated quantitative
g : Alexander Makarov data analysis in their own future research using the
Matthias Mann Matthias Selbach publicly available MaxQuant software (Cox and

Mann, Nature Biotechnology, Dec 2008).
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